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Abstract  Bovine mastitis is a disease with significant economic losses in the dairy 
cattle industry. Furthermore, it is considered to be the main cause of antimicrobial use 
in lactating dairy cattle. The present study aimed to survey the prevalence of 
antimicrobial sensitivity of causative bacterial pathogens associated with clinical or 
subclinical mastitis in lactating dairy cows in small-holder dairy farms located in 
Chiang Mai province. Individual quarter milk samples (n=362) were collected 
aseptically from lactating dairy cows with subclinical and clinical mastitis in small 
holder dairy farms in Chiang Mai province from August 2004 to July 2005. Milk 
samples were cultured to identify mastitis-causing pathogens. Resistance of mastitis 
pathogens to a variety of antimicrobials was examined by the disk diffusion method. 
Streptococcus spp. were the most common pathogens causing both clinical (41.51%) 
and subclinical mastitis (19.42%). Among this genus, Streptococcus agalactiae 
(46.30%) and Streptococcus uberis (42.59%) were the major pathogens causing 
mastitis in lactating dairy cows in this area. Coagulase-negative staphylococci were 
the most common pathogens causing subclinical mastitis (14.24%), while they were 
hardly isolated from cows with clinical mastitis (1.89%). For all mastitic pathogens, the 
lowest antimicrobial resistance was to cefquinome and the greatest resistance was to 
cloxacillin and tetracycline. Most pathogens were resistant to ampicillin and cloxacillin. 
Conversely, most mastitis pathogens were susceptible to cephalosporins. The 
prevalence of cefquinome resistant isolates was significantly lower than the prevalence 
of ampicillin resistant isolates for all pathogens (P<0.05). In conclusion, most mastitis 
pathogens isolated from cows in Chiang Mai province were both contagious and 
environmental pathogens; therefore, dairy farmers in this area should pay attention to 
both milking hygiene and environment in lactating cow barn to control mastitis in their 
farms. Moreover, most mastitis-causing pathogens isolated in this study resistant to 
antimicrobials used widely for the treatment of mastitis. Information pertaining to the 
causative organism and antimicrobial susceptibility of mastitis pathogens may 
enhance treatment efficacy and reduce the prevalence of antimicrobial resistance 
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